
naples june 6/10 2016

RNA-SEQ
d a t a  a n a l y s i s

workshop
Technology, research, software, 
hardware and training: 
let’s plan your RNA-seq experiments!

With the patronage of

Course 7-10 June 2016

Day 1 	07 June 2016	
	 Course overview; 
	 Linux refresh: Basic BASH for biologists; configuring an 
	 ad-hoc Linux operative environment for RNA-seq data analysis; 
	 SSH connection to a server.
	 Creating the “learning group”: 5 minutes presentation of each participant 
	 (scientific interests, RNA-seq experience and future RNA-seq experiments).

Day 2 	08 June 2016	
	 NGS read quality assessment and Transcriptome assembly.

Day 3 	09 June 2016
	 Functional annotation, reads mapping and expression analysis.

Day 4 	10 June 2016
	 Transcript clustering and functional enrichment.

Lecturers: Brian Haas, Allegra Via, Vincenza Colonna
Tutors: Marco Salvemini, Serena Aceto, Allegra Via, Vincenza Colonna

With the sponsorship of
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Venue
CSI IT rooms 
Dipartimento di Studi Umanistici
Via Porta di Massa, 1
80133 Naples, ITALY

For info, contact and registration:
marco.salvemini@unina.it
serena.aceto@unina.it


