
naples june 6/10 2016

RNA-SEQ
d a t a  a n a l y s i s

workshop
Technology, research, software, 
hardware and training: 
let’s plan your RNA-seq experiments!

With the patronage of

Open day, 6 June 2016
09.00-10.00	 Registration
10.00-10.30	 Opening
	 Marco Salvemini, Serena Aceto - University of Naples Federico II
10.30-11.00	 Next Generation Sequencing Illumina: RNA sequencing application solutions
	 Chiara Dal Fiume, Illumina, Italy
11.00-11.40 	 When a reference genome is suboptimal or not available 
	 for transcriptome studies, Trinity de novo assembly comes to the rescue
	 Brian Haas, Broad Institute, US
11.40-12.10 	 Genomix4Life: Experimental Solutions for Transcriptomics and Functional Genomics studies
	 Giorgio Giurato, Genomix4Life, Italy
12.10-12.50	 Transcription, Transposons, Noncoding and the Evolution of Organismal Complexity
	 Remo Sanges, Zoological Station “Anton Dohrn”, Italy
12.50-14-30	 Lunch (not included)
14.30-15.00	 E4 Genomics: how to build a cost effective solution for in silico computing
	 Piero Altoè, E4 Computer Engineering, Italy
15.00-15.40	 Modern RNA-seq differential expression analyses
	 Mark Robinson, University of Zurich, SWITZERLAND
15.40-16.10	 Coffee break and visit to stands
16.10-16.50	 RNAseq for RNAsex research: the identification of novel primary sex 
	 determining genes in flies, fruit flies, mosquitoes and butterflies
	 Giuseppe Saccone, University of Naples Federico II, Italy
16.50-17.20	 ELIXIR-ITA: supporting Italian bioinformatics research with infrastructures and training
	 Vincenza Colonna, Elixir-Italia, Italy
17.20-17.30	 Conclusions
	 Marco Salvemini, Serena Aceto - University of Naples Federico II

With the sponsorship of
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Sala Azzurra
Complesso Universitario di Monte Sant'Angelo
Via Cupa Cinthia, 21
80126 Naples, ITALY

For info, contact and registration:
marco.salvemini@unina.it
serena.aceto@unina.it


